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Abstract
We establish a nested epidemic model in which an infectiousness (f) of infected individual is time-
varying depending on the viral load in a human body, and conduct numerical analysis based on multi agent
simulation. As a result, two equilibrium points are observed by the influence of time varying infectiousness:
disease spreading phase, phase of disease going to extinction. Additionally, to optimize time-evolution form
of [ during infected period with preserving time-integral  so as to maximize disease spreading, it turns

out that time-flat § having none of keen peak is best.
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